LAB§CALA

How to fill In results

Hepatitis B and C, serology
(5094 — 5095 - 5096)



Getting started 1-2-3

LABYCALA L
1.  Login with your username and password.

Login with username and password 2. If you use LabScala for the first time: Login
Username: using your existing password (Labquality
Password: participant services)

Forgot your password?

Please make sure that you used five digit client code as username,

3. Change the password

e.q. 023991 * Password needs to have 9 characters, one
Resad this before vour first legin to LabScala! Of WhiCh needs to be a Ietter and One a
number

e This will be your new administrator
LAB{CALA password
' e If you are already familiar with LabScala,

use your own login name and password
to access your account

Password change

Ol password:

Mews password: 4- Start USing La bscala

Repeat new
password:

Change Back



Result reporting
.+ The easiest way to access

MY REPORTS

open schemes is from "My
EQA” on the front page

¢ In the VieW Of the MY EQA / LATEST 3 NOTIFICATION 5
MYROUNDS the CIOSing date ou have ne notifications.

=0 View reports

&8 View reports < 2015

and the status of the scheme Y ROUID S
Can be Seen Round entry Closing date Response Status Form Info
— Fill results = eForm open for Puumala virus, antibodies (1)
result filling March, 1-2016  29.02.2016  Sent LabScals

Hepatitis A antibodies (1)

— Not sent= result filling started

. March, 1-2018 05.04.2018 Fill results LabScals
but results not sent to Labquality
Hepatitis B and T serclogy (1)
— Accepted = results sent to March, 1-2016  07.04.2016  NotinLabscala  Excel
Labquallty Rotavirus and adenovirus antigen detection {1}
March, 1-2018 07.04.201G Fill results LabScala

& View all



Filling results

* The eForms can be accessed LABfCALA
also from "My Schemes” in the ' y :
header My Orders My Schemes My registry My Documen
Fill results
— Fill results: access to eForms that LabScala welcol view ai
are open for result filling Mainia

i i Adm t
— View all: access to a list of all i in widge

ordered schemes Organization:

LATEST 3 HOTIFICATIONS

— Mainio: other Internet —schemes



Filling results

o After selecting an open scheme the results can be filled

e Resultfilling is implemented as a process:
— Request: Important round-specific information
— Instructions: Printable instruction letter
— Pre-analytics: Sample delivery information
— Analytics: Enter your results
— Post-analytics: Validation of the results (check and save)
— Exit: Back to the front page

 The next step of the process can be accessed after the
previous step is completed



Request

After opening the scheme the request page is opened with the following information

Product: what and how many sample sets have been ordered
Delivery: samples sent from Labquality

Opening: Result filling /eForm is opened

Closing: eForm is closed

Status: status of the scheme (Open, Draft or Accepted)

Form: application where the resut form is available

Also the scheme specific contact information is filled here

Contact persons will receive reminders and important scheme-specific information from Labquality
At least one contact person needs to be named!

Welcome to the round of Hepatitis B and C serology, March, 1-2018 analysis @ LabScala User instructions

Reguest>-=Instructions=>Fre-analytics>>Analytics>>Post-analytics>>Exit

MY ORDERS MY SCHEME SPECIFIC CONTACTS

Product Delivery Opening Closing Status Form MName Send E-mail notification to F.

Hepatitis B and C, serology, specimen volume 1.2 mL(2)

Raija M raija.myllys@aaaaaaaaaaaa.fi
14.03.2018 19.03.2018 05.04.20158 Draft LabScala

Hepatitis B and C serology, specimen volume 2.0 mL(2)

14.03.2018 19.03.2018 05.04.20153 Draft LabScala

Hepatitis B and C, serology, specimen volume 0.6 mL(2)

14.03.2018 19.03.2018 05.04.2018 Draft LabScala

» Coordinator contact information



Contact info

MY SCHEME SPECIFIC CONTACTS
First ado! your schemg-speaﬁc e R e T =
contact info by pressing the plus =
—icon &
Fill in your name and email
address or phone number (you
can add as many contact persons
as you like)

Save and choose Next

Add scheme contact person

¥ Add/edit scheme contact person

* Hame:

Email

Phone

Back



Instructions

_ e Underthe ? LabScala User instructions

icon on the right top corner you will find
these detailed instructions “How to fill

in serology (5094 — 5095 - 5096) results

into the LabScala”

© LabScala User instructions

Hepatitis B and C serology, March, 1-2018 instructions .
* Inthe Instructions page uic

Request=#Instructions==Pre-analytics==Analytics==Post-analytics=»Exit

round -specific instructions can
be read and printed by pressing

You will find the instructions for result input under the blue ? LabScala User instructions button - on the top right corner. /H'T e ” P ri n t i n St ruc ti on S” butt on
on the bottom of the page

Print instructions Oner cault form




Pre-analytics

* Inthe Pre-analytics page, the following is asked
— Sample arrival date
— Quantity received: How many sample sets were received
— Sample storage condition: can be left empty
— Sample preparation date: can be left empty
e Comments can be saved if needed
* Move forward by selecting ”Save & next”

Hepatitis B and C serology, March, 1-2018 pre-analytics @ LabScala User instructions

Request==lnstructions==Pre-analytics=>=Analytics=>Post-analytics=>Exit

w Sample registration

Product Has Code Quantity Sample arrival Quantity Sample storage Sample
eForm ordered date received conditions preparation
date
Hepatitis B and C serology, specimen volume 2.0 mL, Yes 5096 2 01.01.2018 [ 2 - Choose - - =

March, 1-2018

Hepatitis B and C. serology, specimen volume 0.6 Yes 5094 2 01.01.2018 [ 2 +2 28 C v 01.03.2018 [
mL, March, 1-201&

Hepatitis B and C, serology, specimen volume 1.2 Yes 5095 2 01.01.2018 [ |2 _ Choose - v =
mL, March, 1-2018

COMMENTS



Results

e If you have ordered multiple sample sets, the sets can be seen on the top of this view
SAMPLE SETS

HBsAg and HCVADb - POCT sites 1 B3
* Go to the first section of the Result Form and select the measurement date.

[ Select the strips/cassette you use and enter the results using the drop down lists

Finally add Further actions in the lower part of the Form

SAMFLE SETS

1B Next Last

Specimen S002 Specimen S003
v Form 1 Add new <4

| a HBsAg and HCVAD - POCT sites

* Measurement date Analyte * Test * Test result
12.03.2018 [ HBsAg Koroglu Labequick HBsAg F = -Choost ¥
il ACVAD Negative
Test does not give a clear result
Borderline
HEPATITIS B - CLINICAL LABORATORIES Positive / reactive
If you report multiple results please use same Device/Reagent combinations for result Form 1, Form 2 and Form 3 for all three samples.
* HBSAQCt = HBsAg Confirmatory test
* Measurement date * Analyte * Device * Reagent Test result Unit * Cut-off * Interpretation

] HBsAQ



Results — clinical laboratories 1

Analyte-specific results are filled by selecting a previously filled device from the dropdown
list or by selecting "Device”
* Devices can be added beforehand from My Registry — My devices
* Instructions on how to do this will be given later in this guide ("Adding your own devices”)

If ”"Device” is selected you are taken to your own device list and you can select the device in
guestion. See instructions - slide 17.

Report the obtained results by filling “Test result ” and ”“Cut-off” and then selecting proper
alternative from the ”Interpretation” dropdown list:

Give a proper “Clinical interpretation” using the dropdow

HEPATITIS B - CLINICAL LABORATORIES

Ifyou report multiple resuts please use same Device/Reagent combinations for result Form 1, Form 2 and Form 3 for all three samples.
* HBsAgCt = HBsAg Confirmatory test

* Measurement date = Analyte * Device * Reagent Test result Unit = Cut-off retation
12.03.2018 | HBsAg abbkoe2110/333 ¥ Architect HBsAg 28 SICC 10 Positive ¥

HBsAgCt
HBcAD
HBeAb
HBeAg

HBcADM

HBsADb

Clinical interpretation (HBV)

Clinical interpretation {HEV) - Choose - v

- Choose -
HBsAg negative (Only HBsAg test in selection)
HBsAg positive, confirmed (Only HBsAg test in selection)
1 HBsAg primary test positive, referred (Only HEsAg test in selection) "
Mo HEV-infection in the past
HBEW immunity (vaccinated)
Past HRV infaction

- Choose - \4 v



Results - Clinical laboratories 2

Continue the same way with HCVAb tests, results and Clinical interpretations

Finally, add common ”Further actions”
There is also a place for additional comments at the end of the page.

Options for saving on this page are

— Use ”Save as draft”, if you don’t want to send the results yet

— Use ”Save as final”, if you want to send the results to Labquality
”Back to list” —button takes you back to the front page
“Clear all page data” —button clears all added information on this page

COMMON FURTHER HANDLING (HBV+HCV)

Further handling

COMMENTS

Backto list Clear all page data Save as draft




Three results per sample

Reporting three results per sample is now enabled in this scheme. Results from three
different Testing systems are accepted, if the specimen volume is sufficient for
additional tests and if results are reported electronically.

If you want to report additional results from the same specimen, please select the
”Add result +” on the result form (on the blue bar) and a new result platform is

ovic n 2 . Next Last

Specimen S002 Specimen S003

Specimen S001

Add new <=

HBsAg and HCVADb - POCT sites

* Measurement date Analyte * Test * Test result
12.03.2018 |+ HBsAg Koroglu Laboquick HBsAg F = - Choose ¥
= HCWAD
HEPATITIS B - CLINICAL LABORATORIES
If you report multiple results please use same Device/Reagent combinations for result Form 1, Form 2 and Form 3 for all three samples.
* HBsAgCt = HBsAg Confirmatory test
* Measurement date * Analyte * Device * Reagent Test result Unit * Cut-off * Interpretation
12.02.2018 [ HBsAg abbkoeZ110/333 W Architect HBsAg 28 S/ICO 0 Positive ¥

= HBsAgCt

Add result 4= X

v Results no. 2

Badk to list Clear all page data Save as draft




Results

If ”Save as final” was selected the results are saved and the table is closed.
The data can be edited by selecting “Edit data” from the bottom of the page
By selecting ”“Next” LabScala takes you automatically to the next sample/sample set to be filled

ITyou report multiple results please use same Device/Heagent combinalions 1or result Form 1, Form 2 and Form 3 1or all three samples.
*HCWADCE = HCWVAD Confirmatory test

* Measurement date * Analyte * Device * Reagent Test result Unit  * Cut-off * Interpretation
12.03.2018 [ HCVAD abbkoe2110/333 ¥ Architect Anti-HCV 1.0 - 10 Borderlir ¥
HCVADBCH

Clinical interpretation (HCV)

Indeterminate (tests don't give clear results) v

COMMON FURTHER HANDLING (HEV+HCV)

Further handling

New sample is requested v

COMMENTS

Back to lis\ Clear all page data



Post-analytics

When all of the results have been filled and saved the user is taken to the Post-analytics
page for the result validation

— Product: what part of the process is being validated

— Sample set: which sample set is being validated

— Sample: which sample

— Errors: if there are analyte-specific validation limit errors these are shown here

— Last saved: The user who has saved the results

— Date: date of the last saving

— Status: status of the results (Accepted, Draft, Open, Error)

Walidate results

» Validation results

Product Sample set Sample Errors Last sawved Date Status
Preanalytics Registration Ok Raija Myllys 15.03. 2018 16:00 Accepted
HIV, antibodies, POCT 1 Sample 5001 O Raija Myllys 18.03.2016 13:04 Draft
HIV, antibodies, POCT 1 Sample 3002 O Raija Myllys 16.03.2018 11:32 Draft
HIV, antibodies, POCT 1 Sample 3003 O Raija Myllys 15.03.2018 18:02 Accepted
HIV, antibodies, POCT 1 Sample 5004 Ok Raija Myllys 15.03.2018 18:02 Acocepted
HIV, antibodies 1 Sample 5001 O Raija Myllys 18.03.2016 14:368 Draft

HIV, antibodies 1 Sample 3002 O Raija Myllys 18.03.2018 14:38 Accepted
HIV, antibodies 1 Sample 3003 O Raija Myllys 18.03.2018 14:38 Accepted
HIV, antibodies 1 Sample 5004 Ok Raija Myllys 18.03.2018 14:39 Draft

Accept and send results



Post-analytics

The results can be edited by selecting the appropriate sample in the “Sample” column
When all of the lines have the ”Accepted” status the results can be sent to Labquality,

select "Accept and send results”

If you wish not to send the results yet, select "Exit”
The results can be edited as long as the round is open, even if ”Accept and send results” has

been selected

Ensure the results have beem accepted and sent to Labquality before the round closes
Samples/results with a ”Draft” status are not included in the data processing.

Welcome to the round of HIV, antibodies, March, 1-2016 analysis & Help

Request=>|nstructions=>Pre-analyti cs>>Analyti cs=>Post-analytics>>Exit

Results are accepted and sent to Labquality by Raija Myllys on 14.02.2016 132:09

To re-cpen result forms, please click here!

MY ORDERS

Product Delivery Dpening Closing Status
HIV, antibodies., POCT{1)

15.03.2018 18.03.2018 08.04.2018 Owdered
HIV, antibodies{1}

15.02.2018 18.03.2018  06.04.2016 Owrdered

MY SCHEME SPECIFIC CONTACTS

Form Name Send E-mail notification to o+
Raija Myllys raija.myllysi@roocoo fi

LabScala

CuseSees

» Coordinator contact information



Adding your own devices

By selecting My devices under My registry in the top header You can fill in
your device information even before a round is opened for result filling

Your devices are ready to be used directly from the eForm, this makes
filling your results fast and easy

My Orders My Sc 2mes My Registry My L ‘cuments Administration
My devices

LabScala welcomes you !

¥ My EQA ¥ Shoricuts & messages

SHORTCUTS

MY REPORTS

17



Own devices

In your devices list you are able to see all your devices that you have saved
in LabScala

If you have saved no devices, the list is empty
Adding devices is done by selecting “New device”
Same device can also be used in other schemes!

My Schemes My registry Administration

Devices list & Help
» Devices
Display: | Active [w]
Mickname = Instrument £ Manufacturer % Products & Client
o]

18

A1 A Adl



Own devices

e |If you have used the same device already on other schemes, just add new
scheme and then analytes for that device from the dropdown list.

e Open device from the edit button on the right (pencil)
e Choose right scheme from the drop down menu and click + button.

* Devices - 2399 Test customers

.l

Showing entries 1-T [Total 7] Display: | Active IEI
Hickname/Client a Loy ¢ Instrument ¢ Manufacturer ¢  Products # Client
system ID code

a3g Q
abbkoe2110 333 Architect 1000 SR ABBOTT 2880 - Matriuretic peptides 1, 2399

B-type, NT-ProBMP

3100 - Urine, strip test A

* Add a devize 5092 - Hepatitis A, antibodies
26591 - Natriuretic peptides 2,

USED FOR MEP SURING SCHEMES

Product Active

Hepatitis B and C, serology, specimen volume 1.2 mL v -+

ADDITIONAL INFORMATION

N.B. this information will not be read by Labquality, only for your internal notes

19



Add a new device & Help

Cliemt:

Client code

Access to the background register

: /mndal&:

DEVICE

* Instrument:

End date:

* Manufactuwrer:

* Mickname: Lzcation:

Free text — fields. If something is written, LabScala searches

bt e s the background register for matches.

Produt Hint! If you write a part of your instrument name you do not | Active
Hormones A need to fill in the manufacturer, LabScala does it for you! o
ADDITIONAL INFORMATION T

Dropdown menu. Select the scheme in which you want this device to be used. *

Add it by pressing the Active — plus — sign on the right. -

NB! * - marked fields are mandatory! .



v Modify device

Client:

DEVICE

Instrument:  cobas 81
Manufacturer: ROCHE

Nickname: *: Cobas /' MB

USED FOR MEASURING SCHEMES

Product

[+] HIV, agtibodies

- Choose -

Note! Start date must be
earlier than the sample
analysing date /

2388 Test customers

* Start date: 12.03.2016 = /

Tha Maasuremeant data on the Result fomm

Not used after:

Location: | Department XX

Plezsa notal The SLart dats miLst b= sarlisr O the Sames 2t

beginnig of the name).

2. Choose instrument.

3. Add your own “"nickname” for this device

4. For EIA methods choose “OTHER” as
manufacturer and “Microplate reader” for
instrument if you don’t want to specify the
reader.

1. Choose the manufacturer (hint: start writing the

ANnITHK 4L 1K

_Dropdown menu. Select the scheme in which you want this device to be used.
Add it by pressing the Active — plus — sign on the right.

NB! * - marked fields are mandatory!

21




Product

[+] Chlamydia pneumoniae, antibodies

[[] Hepatitis B and C serology, specimen volume 2.0 mL

Analyte

Definition Active

All ¥

HBcAbDM

HBsAD
HCWVAD
HCWVADCE

1. Add the analyte-specific reagent info by clicking the analyte

FUJIREBIO DIAGNOSTICS - INNO-LIA HCV Score; — L

[+] Hepatitis B and C, serology, specimen volume 0.6 mL

- Choose -

ADDITIONAL INFORMATION

Additional information if needed

Active

2. Back to My devices or Save

22



Adding reagent information

Add device’s secondary information for test HIVaAgAb (combo), primary test @ Help

v Add device’s reagent info for Analyte HIVaAgAb (combo), pnimary test

Nickname:  ARKKI 4000 Access to background register

Instrument:  Architect i4000 5R

Location:  Virclogy

Client system id: zzz 15
" Reagent manufacturer: |ABBOTT
*Reagent: | ARCHITECT HIV Ag/

* Measure unit: SICO E

ft_T.H.ﬂf.Sjl

1. Choose Reagent manufacturer

Remember to save!
2. Choose/check Reagent

3. Choose Measure unit (IlU/mL, -- etc.)

23



Saving device information

Analyte Definition Active

Al
HBsAg ABBOTT - Architect HBsAg; S/CO Cd
HBsAgCt ABBOTT - Architect HBsAg Confirmatory V.1, — o
HBcAb ABBOTT - Architect Anti-HBc; S/CO Cd
HBeAb ABBOTT - Architect Anti-HBe ; S/CO o
HBeAg ABBOTT - Architect HBeAg; S/CO Cd
HBcADM ABBOTT - Architect Anti-HBc- Igh; — o
HBsAD ABBOTT - Architect Anti-HBs; miU/ml Cd
HCVAD ABBOTT - Architect Anti-HCV, — o
HCWVADCE

-Choose - E|

ADDITIONAL INFORMATION

After adding the reagent
information, remember to save!




Device saved

Data saved!

* Modify device
Client: 2359 Test customers

DEVICE

Instrument:  Architect 4000 SR * Start date: 18.03.2016
Manufacturer: ABBOTT

Nickname: *: ARKKI 4000
2 Mot used after:
Fresa tect Tisdd Tod & devics nams

This Tesdd s not mandston Tha instrismsnt cannot be

usad aftsr the snd-Eats
Location: Virclogy
LG 3-digit code: 008
Unigus devicsspecific cods

Client system ID: zzz 15

USED FOR MEASURING SCHE""= "

— Device saved and ready to be used in the
= eForms of LabScala!

— —

HIvAbL {1/2), primary test

HIVaAgAb (combo), primary  ABBOTT - ARCHITECT HIV AgiAb Combao, Abbott; S/CO
test

HIV1 Ab, primary test

25



Questions?

* In case you have questions, please contact:
— Raija Myllys
raija.myllys@labquality.fi
+358 9 8566 8221
— Jonna Pelanti

jonna.pelanti@labquality.fi
+358 9 8566 8211

* In order to help our customers use LabScala we have created short
LabScala-videotutorials for the most used functions: login, adding users,
adding devices, how to use the eForms etc. The videos can be found on
LabScala’s own YouTube-account at
https://www.youtube.com/user/LabScala


mailto:raija.myllys@labquality.fi
mailto:jonna.pelanti@labquality.fi

LabScala buttons

Enables you to save changes on the form

Takes you back to the previous view

-l-EE

Enables you to add some information. In tables it adds a row.
Edit button enables you to edit texts and information

Delete button enables you to delete texts and information
Accept button marks something as being accepted or valid

Lookup button marks a search field where you can enter text to be searched for

List button marks a field where you can search from the background register

H Takes you back to the front page
@ Help Contains scheme specific LabScala instructions

ﬁ The green buttons take you to the next step of the process
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